positive associations [8] [9] [10] 
Gis is an estimator of Fis based on Nei's (1987) Q1 statistic and is estimated for each locus and overall. Ho is the observed proportion of heterozygotes, Hs is the within sample gene diversity. t2:10 
CAD. On the other hand, the haplotype associations showed pendent risk factor for CAD [33] ; but no association 307 whatsoever with Hcy levels or CAD were found in 308 Caucasians [34] . Three out of four studies [31] [32] [33] [35, 36] . Increased production of free radicals 319 may also be involved in Hcy-mediated damage [37] .
320
Several studies have also shown that elevated levels 321 of this aminoacid may induce DNA damage [38, 39] . [11, 40, 41] , while most studies have 344 failed to find an association between the MTHFR 345 A1298C and Hcy levels [42, 43] . 
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